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WEBQTL

RRID:SCR_009072
Type: Tool

Proper Citation

WEBQTL (RRID:SCR_009072)

Resource Information

URL: http://www.genenetwork.org/webgtl/main.py

Proper Citation: WEBQTL (RRID:SCR_009072)

Description: An interactive web site useful for exploring the genetic modulation of
thousands of phenotypes gathered over a 30-year period by hundreds of investigators
using reference panels of recombinant inbred strains of mice. WebQTL includes dense
error-checked genetic maps, as well as extensive gene expression data sets (Affymetrix)
acquired across more than 35 strains of mice. WebQTL accepts user-entered traits for
BXD, AXB/BXA, CXB, BXH, AKXD recombinant inbred strains. (entry from Genetic
Analysis Software)

Abbreviations: WEBQTL

Resource Type: software application, software resource

Keywords: gene, genetic, genomic, c++, and, python, all via internet
Resource Name: WEBQTL

Resource ID: SCR_009072

Alternate IDs: nIx_154066

Old URLSs: http://www.webqtl.org/search.html

Record Creation Time: 20220129T080250+0000

Record Last Update: 20260727T040443+0000

Ratings and Alerts

No rating or validation information has been found for WEBQTL.



https://scicrunch.org/nidm-terms
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No alerts have been found for WEBQTL.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 46 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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neuroscience, 13, 266.
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