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Proper Citation

Digital Ageing Atlas (RRID:SCR_009020)

Resource Information

URL: http://ageing-map.org/

Proper Citation: Digital Ageing Atlas (RRID:SCR_009020)

Description: Database of age-related changes covering different biological levels,
including molecular, physiological, psychological and pathological age-related data, to
create an interactive portal that serves as a centralized collection of human aging changes
and pathologies. To facilitate integrative, system-level studies of aging, the DAA provides
a centralized source for aging-related data as well as basic tools to query and visualize the
data, including anatomical models. Data in the DAA is manually curated from the literature
and retrieved from public databases. For more detailed analyses users are able to
download the entire database. More information on how to use the DAA is available on the
help page. The DAA primarily focuses on human aging, but also includes supplementary
mouse data, in particular gene expression data, to enhance and expand the information
on human aging. If you would like to contribute to the database yourself, for instance if you
have new data on aging, please use the contribute page to submit your data.

Abbreviations: DAA

Synonyms: Digital Aging Atlas

Resource Type: service resource, data or information resource, data repository,
database, storage service resource

Keywords: late adult human, anatomy, gene, molecular, pathological, physiological,
psychological, tissue, reference, cellualar, gene expression

Related Condition: Aging

Availability: The community can contribute to this resource, Creative Commons
Attribution License, v3 Unported

Resource Name: Digital Ageing Atlas

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_009020/resolver
http://ageing-map.org/


Resource ID: SCR_009020

Alternate IDs: nlx_153874

Record Creation Time: 20220129T080250+0000

Record Last Update: 20260729T044217+0000

Ratings and Alerts

No rating or validation information has been found for Digital Ageing Atlas.

No alerts have been found for Digital Ageing Atlas.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 12 mentions in open access literature.
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