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Proper Citation

Fungal Genetics Stock Center (RRID:SCR_008143)

Resource Information

URL: http://www.fgsc.net/

Proper Citation: Fungal Genetics Stock Center (RRID:SCR_008143)

Description: The Fungal Genetics Stock Center is a resource available to the Fungal
Genetics research community and to educational and research organizations in general.
While some fungi can cause disease in humans, most people have innate immunity
against fungi. Some people with diseases of the immune system are at increased risk of
infection by fungi. Drugs have been developed in the last 5 years that help with this.
Fungal Genetics is the study of genes and genetic traits in fungi. In the past this has been
important in the elucidation of what a gene is, what the genetic material is, how genes
relate to enzymes, how enzymes relate to traits and how important traits change or evolve.
In the present, Fungal Genetics is important to understanding how fungi are pathogens of
plants and animals, how fungi can be used in industry for the production of enzymes,
chemicals, food, and drugs. Fungi are also essential to processing bio-mass in the attempt
to use ethanol as a fuel source. The FGSC is funded largely by a grant from the National
Science Foundation (Award Number 0235887) of the United States of America. Sponsors:
Supported by a grant from the National Science Foundation.

Synonyms: FGSC
Resource Type: organism supplier, biomaterial supply resource, material resource

Keywords: drug, fungal genetic, fungus, animal, basic research knowledge base,
database, disease, plant, FASEB list

Funding: NSF G12967
Resource Name: Fungal Genetics Stock Center
Resource ID: SCR_008143

Alternate IDs: nif-0000-20977
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Ratings and Alerts
No rating or validation information has been found for Fungal Genetics Stock Center.

No alerts have been found for Fungal Genetics Stock Center.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 190 mentions in open access literature.
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