
Resource Summary Report

Generated by nidm-terms on Jul 29, 2026

Arabidopsis Biological Resource Center
RRID:SCR_008136
Type: Tool

Proper Citation

Arabidopsis Biological Resource Center (RRID:SCR_008136)

Resource Information

URL: http://www.biosci.ohio-state.edu/~plantbio/Facilities/abrc/abrchome.htm

Proper Citation: Arabidopsis Biological Resource Center (RRID:SCR_008136)

Description: The mission of the Arabidopsis Biological Resource Center (ABRC) is to
acquire, preserve and distribute seed and DNA resources that are useful to the
Arabidopsis research community. More than 100,000 stocks are shipped annually to
researchers in more than 60 countries, and modest fees for stocks are charged. The
ABRC database functions and ordering system are incorporated into The Arabidopsis
Information Resource (TAIR). Researchers can obtain information about Arabidopsis,
perform stock searches, order stocks, and view current and past orders. Sponsors: ABRC
is supported by the National Science Foundation under Grant No. 0542034.

Synonyms: ABRC

Resource Type: data or information resource, database

Keywords: arabidopsis, biological, dna, seed, FASEB list

Resource Name: Arabidopsis Biological Resource Center

Resource ID: SCR_008136

Alternate IDs: nif-0000-20954

Record Creation Time: 20220129T080245+0000

Record Last Update: 20260729T044217+0000

Ratings and Alerts

No rating or validation information has been found for Arabidopsis Biological Resource
Center.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_008136/resolver
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No alerts have been found for Arabidopsis Biological Resource Center.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2583 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Vo HM, et al. (2025) Dehydration rapidly induces expression of NCED genes from a single
subclade in diverse eudicots. Planta, 261(2), 46.

Wang C, et al. (2025) Plant ubiquitin E2 enzymes UBC32, UBC33, and UBC34 are
involved in ERAD and function in host stress tolerance. BMC plant biology, 25(1), 412.

Yang Q, et al. (2025) Comparative single-nucleus RNA-seq analysis revealed localized
and cell type-specific pathways governing root-microbiome interactions. Nature
communications, 16(1), 3169.
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healing. Nature communications, 16(1), 3483.

He T, et al. (2025) Epidermal electronic-tattoo for plant immune response monitoring.
Nature communications, 16(1), 3244.
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Plant cell, 37(6).
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Nature communications, 16(1), 4065.
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