
Resource Summary Report

Generated by nidm-terms on Jul 29, 2026

MAMEP - Molecular Anatomy of the Mouse Embryo
Project
RRID:SCR_007768
Type: Tool

Proper Citation

MAMEP - Molecular Anatomy of the Mouse Embryo Project (RRID:SCR_007768)

Resource Information

URL: http://mamep.molgen.mpg.de/

Proper Citation: MAMEP - Molecular Anatomy of the Mouse Embryo Project
(RRID:SCR_007768)

Description: Database of gene expression in whole-mount mouse embryos derived from
in situ hybridization on mid-gestation mouse embryos. A genome wide screening for
genes showing a tissue restricted expression pattern in mid-gestation embryos is
performed to identify genes that are likely to play an important role in the regulatory
networks controlling pattern formation and organogenesis. The screening provides the
basis for imaging the molecular anatomy of the mouse embryo, and for creating a gene
resource for a directed functional analysis of developmental processes. The experimental
protocol is available. Pattern genes in MAMEP: 1912 Images in MAMEP: 23994

Abbreviations: MAMEP,

Synonyms: Mamep database

Resource Type: narrative resource, data or information resource, database, atlas,
experimental protocol, image collection, expression atlas

Defining Citation: PMID:22936000

Keywords: gene expression, molecular neuroanatomy resource, development, in situ
hybridization, embryonic mouse, gene, function, blast, organogenesis

Resource Name: MAMEP - Molecular Anatomy of the Mouse Embryo Project

Resource ID: SCR_007768

Alternate IDs: nif-0000-03098

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_007768/resolver
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https://pubmed.ncbi.nlm.nih.gov/22936000


Record Creation Time: 20220129T080243+0000

Record Last Update: 20260729T044213+0000

Ratings and Alerts

No rating or validation information has been found for MAMEP - Molecular Anatomy of the
Mouse Embryo Project.

No alerts have been found for MAMEP - Molecular Anatomy of the Mouse Embryo Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 12 mentions in open access literature.
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