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GenolList genome browser

RRID:SCR_007683
Type: Tool

Proper Citation

GenoList genome browser (RRID:SCR_007683)

Resource Information

URL.: http://genolist.pasteur.fr/

Proper Citation: GenoList genome browser (RRID:SCR_007683)

Description: GenolList is a resource for microbial genomes. It provides links to databases
that give information on specific microbes. A link to the Genolist itself also incorporates
many microbial genomes and search and analysis tools. Of the links provided on the
GenolList homepage, species included are: Bacillus subtilis Escherichia coli
Mycobacterium tuberculosis Mycobacterium leprae Mycobacterium bovis Mycobacterium
ulcerans Listeria monocytogenes Legionella pneumophila Helicobacter pylori Mycoplasma
pulmonis Synechocystis Anabaena Staphylococcus aureus Streptococcus pneumoniae
Streptococcus agalactiae Photorhabdus luminescens Candida albicans Bacillus subtilis
Escherichia coli Mycobacterium tuberculosis Mycobacterium leprae Mycobacterium bovis
Mycobacterium ulcerans Listeria monocytogenes Legionella pneumophila Helicobacter
pylori Mycoplasma pulmonis Synechocystis Anabaena Staphylococcus aureus
Streptococcus pneumoniae Streptococcus agalactiae Photorhabdus luminescens Candida
albicans

Synonyms: GenoList
Resource Type: data or information resource, database

Keywords: bacillus subtilis escherichia coli mycobacterium tuberculosis mycobacterium
leprae mycobacterium bovis mycobacterium ulcerans listeria monocytogenes legionella
pneumophila helicobacter pylori mycoplasma pulmonis synechocystis anabaena
staphylococcus aureus streptococcus pneumoniae streptococcus agalactiae
photorhabdus luminescens candida albicans

Resource Name: GenoList genome browser
Resource ID: SCR_007683

Alternate IDs: nif-0000-02895
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Record Creation Time: 20220129T080243+0000

Record Last Update: 20260729T044153+0000

Ratings and Alerts
No rating or validation information has been found for GenoList genome browser.

No alerts have been found for GenoList genome browser.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 323 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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