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RRID:SCR_007636
Type: Tool

Proper Citation

Encyclopedia of Hepatocellular Carcinoma Genes Online (RRID:SCR_007636)

Resource Information

URL.: http://ehco.iis.sinica.edu.tw

Proper Citation: Encyclopedia of Hepatocellular Carcinoma Genes Online
(RRID:SCR_007636)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 23,
2016. ECHO is a web resource of Hepatocellular Carcinoma genes. The fundamental part
of EHCOZ2 is the collections of thirteen gene sets related to HCC. It also contains tools to
search by homology, pathway, or phenotype.

Synonyms: EHCO

Resource Type: data or information resource, database

Keywords: hepatocellular carcinoma, hepatocellular carcinoma gene, oncology
Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Encyclopedia of Hepatocellular Carcinoma Genes Online
Resource ID: SCR_007636

Alternate IDs: nif-0000-02791

Alternate URLSs: https://www.hsls.pitt.edu/obrc/index.php?page=URL1151599427
Record Creation Time: 20220129T080242+0000

Record Last Update: 20260729T044152+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_007636/resolver
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_007636/resolver
http://ehco.iis.sinica.edu.tw

No rating or validation information has been found for Encyclopedia of Hepatocellular
Carcinoma Genes Online.

No alerts have been found for Encyclopedia of Hepatocellular Carcinoma Genes Online.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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