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ChimerDB

RRID:SCR_007596
Type: Tool

Proper Citation

ChimerDB (RRID:SCR_007596)

Resource Information

URL: http://ercsb.ewha.ac.kr:8080/FusionGene/

Proper Citation: ChimerDB (RRID:SCR_007596)

Description: Knowledgebase of fusion transcripts collected from various public resources
such as the Sanger CGP, OMIM, PubMed, and Mitelman's database. It is an alignment
viewer to facilitate examining reliability of fusion transcripts and inferring functional
significance., THIS RESOURCE IS NO LONGER IN SERVICE. Documented on
September 16,2025.

Resource Type: data or information resource, database

Defining Citation: PMID:19906715, PMID:16381848

Keywords: knowledge base, fusion transcript, transcript alignment, alignment viewer
Related Condition: Tumor, Cancer

Funding: Korean Ministry of Education Science and Technology ;
Gwangju Institute of Science and Technology ;

Korean Ministry of Science and Technology R01-2008-000-20818-0;
Korean Ministry of Science and Technology 2007-03983;

National Core Research Center R15-2006-020;

Korean Rural Development Administration 20070401034010

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: ChimerDB

Resource ID: SCR_007596

Alternate IDs: nif-0000-02659

Alternate URLSs: http://genome.ewha.ac.kr/ChimerDB/
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Record Creation Time: 20220129T080242+0000

Record Last Update: 20260729T044151+0000

Ratings and Alerts
No rating or validation information has been found for ChimerDB.

No alerts have been found for ChimerDB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 29 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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