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National Institute on Aging Genetics of Alzheimer’s
Disease Data Storage Site (NIAGADS)
RRID:SCR_007314
Type: Tool

Proper Citation

National Institute on Aging Genetics of Alzheimer’s Disease Data Storage Site (NIAGADS)
(RRID:SCR_007314)

Resource Information

URL: https://www.niagads.org/

Proper Citation: National Institute on Aging Genetics of Alzheimer’s Disease Data
Storage Site (NIAGADS) (RRID:SCR_007314)

Description: National genetics data repository facilitating access to genotypic and
phenotypic data for Alzheimer's disease (AD). Data include GWAS, whole genome (WGS)
and whole exome (WES), expression, RNA Seq, and CHIP Seq analyses. Data for the
Alzheimer’s Disease Sequencing Project (ADSP) are available through a partnership with
dbGaP (ADSP at dbGaP). Repository for many types of data generated from NIA
supported grants and/or NIA funded biological samples. Data are deposited at NIAGADS
or NIA-approved sites. Genetic Data and associated Phenotypic Data are available to
qualified investigators in scientific community for secondary analysis.

Abbreviations: NIAGADS

Synonyms: National Institute on Aging, NIA Genetics of Alzheimer's Disease Data
Storage Site, Genetics of Alzheimer’s Disease Data Storage Site

Resource Type: storage service resource, data set, service resource, data repository,
data or information resource, database

Keywords: genetics, alzheimer's disease, genome-wide association study,
neurodegenerative disease, genotype, phenotype, late adult human, dna marker, dna
sequencing, rna expression, rna, dna, gene

Related Condition: Alzheimer's disease, Late-onset Alzheimer's disease, Aging

Funding: NIH Blueprint for Neuroscience Research ;
NIA U24 AG041689;

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_007314/resolver
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_007314/resolver
https://www.niagads.org/


NIA 3U24AG041689

Resource Name: National Institute on Aging Genetics of Alzheimer’s Disease Data
Storage Site (NIAGADS)

Resource ID: SCR_007314

Alternate IDs: nif-0000-00179

Alternate URLs: http://www.nitrc.org/projects/niagads
http://alois.med.upenn.edu/niagads/

License URLs: https://www.niagads.org/data/request/data-request-instruction,
https://www.niagads.org/data/niagads-guidelines-submitting-genotype-data

Record Creation Time: 20220129T080241+0000

Record Last Update: 20260807T042652+0000

Ratings and Alerts

No rating or validation information has been found for National Institute on Aging Genetics
of Alzheimer’s Disease Data Storage Site (NIAGADS).

No alerts have been found for National Institute on Aging Genetics of Alzheimer’s Disease
Data Storage Site (NIAGADS).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 76 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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sciences.

Jin Y, et al. (2025) Neuropathology-based approach reveals novel Alzheimer's Disease
genes and highlights female-specific pathways and causal links to disrupted lipid
metabolism: insights into a vicious cycle. Acta neuropathologica communications, 13(1), 1.

Kitani A, et al. (2025) Integrative network analysis reveals novel moderators of A?-Tau
interaction in Alzheimer's disease. Alzheimer's research & therapy, 17(1), 70.

Kurniansyah N, et al. (2025) A multi-ancestry polygenic risk score for Alzheimer disease is
associated with cognitive decline, hippocampal atrophy and neuropathological hallmarks
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Ihianle IK, et al. (2025) Cross-cohort genetic risk prediction for Alzheimer's disease: a
transfer learning approach using GWAS and deep learning models. BioData mining, 18(1),
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