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Proper Citation

Bio-Mixer (RRID:SCR_004809)

Resource Information

URL: http://bio-mixer.appspot.com/

Proper Citation: Bio-Mixer (RRID:SCR_004809)

Description: Bio-Mixer is a web-based environment that supports the flexible exploration
of biomedical ontologies. The concepts in the ontologies and their mappings can be
explored in different views such as graph views, lists and timeline views. Drag-and-drop
interaction can be used to show items and collections in different views, to create filtered
views and to synchronize selections. Bio-Mixer enhances drag and drop with a new drop
target highlighting and preview approach to make working with multiple collections and
views easy. Bio-Mixer also provides support for ontology annotation and workspace
sharing between collaborators. For more information, visit code.google.com/p/bio-mixer/

Abbreviations: Bio-Mixer

Synonyms: BioMixer

Resource Type: analysis service resource, service resource, data analysis service,
production service resource

Keywords: mashup, biomedical, ontology, gwt, web, research, choosel, visualization

Resource Name: Bio-Mixer

Resource ID: SCR_004809

Alternate IDs: nlx_80071

Record Creation Time: 20220129T080226+0000

Record Last Update: 20260728T043208+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_004809/resolver
http://bio-mixer.appspot.com/


No rating or validation information has been found for Bio-Mixer.

No alerts have been found for Bio-Mixer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 10 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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