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European Molecular Biology Laboratory

RRID:SCR_004473
Type: Tool

Proper Citation

European Molecular Biology Laboratory (RRID:SCR_004473)

Resource Information

URL: http://www.embl.de/

Proper Citation: European Molecular Biology Laboratory (RRID:SCR_004473)

Description: Intergovernmental organisation funded by public research money from its
member states in Europe. Groups and laboratories perform basic research in molecular
biology and molecular medicine, training for scientists, students and visitors. Provides
development of services, new instruments and methods, data and technology in its
member states.

Abbreviations: EMBL
Synonyms: European Molecular Biology Laboratory, EMBL

Resource Type: training resource, organization portal, postdoctoral program resource,
graduate program resource, portal, data or information resource

Keywords: molecular, biology, medicine, data, training, service, organization, data,
technology, academic

Resource Name: European Molecular Biology Laboratory
Resource ID: SCR_004473

Alternate IDs: nix_46173

Record Creation Time: 20220129T080224+0000

Record Last Update: 20260728T043202+0000

Ratings and Alerts
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No rating or validation information has been found for European Molecular Biology
Laboratory.

No alerts have been found for European Molecular Biology Laboratory.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 5268 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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