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BioSolvelT

RRID:SCR_003949
Type: Tool

Proper Citation

BioSolvelT (RRID:SCR_003949)

Resource Information

URL: http://www.biosolveit.de/

Proper Citation: BioSolvelT (RRID:SCR_003949)

Description: Commercial provider of software solutions for drug discovery applications
offering tools, services, and research collaborations. The software portfolio ranges from
design, over screening, to the visualization of ligand libraries, for hit identification,
optimization, and scaffold hopping. With a stellar scientific advisory board and founders
from academia who intensely collaborate with pharma, BioSolvelT catalyzes products off
of university research successes with proven pharmaceutical industry application. They
provide software products within the areas of ligand and structure-based drug design and
is the pioneer of computational fragment-based ligand design. BioSolvelT innovate break-
throughs in drug discovery by supplying smooth, user-centered designed tools bringing
different researchers together for efficient multidisciplinary drug design.

Abbreviations: BioSolvelT

Synonyms: BioSolvelT GmbH

Resource Type: commercial organization

Keywords: drug discovery, drug, ligand, structure, drug design
Availability: Free for academic use, License required
Resource Name: BioSolvelT

Resource ID: SCR_003949

Alternate IDs: nlx_158346

Record Creation Time: 20220129T080221+0000

Record Last Update: 20260725T190544+0000
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Ratings and Alerts
No rating or validation information has been found for BioSolvelT.

No alerts have been found for BioSolvelT.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 121 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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