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Proper Citation

Predict-TB (RRID:SCR_003766)

Resource Information

URL: http://www.predict-tb.eu/

Proper Citation: Predict-TB (RRID:SCR_003766)

Description: Consortium to accelerate the search for new, more effective combinations of
treatments to tackle Tuberculosis and address pre-clinical research barriers to the
discovery and development of new TB drug combinations. To overcome the challenges in
Tuberculosis drug development they will create tools to accelerate PK-PD
(Pharmacokinetic / Pharmacodynamic) analysis that are connected to clinical outcomes.
By addressing the gaps in preclinical information, the consortium aims to provide a
framework and tools to facilitate the transition of the best combinations of drugs to late
phase development. They aim to develop an integrated set of laboratory-based models
that will provide much-needed data to indicate the most appropriate doses and
combinations of drugs for patients. In addition, the project will generate a comprehensive
database of patient data from previous and on-going clinical trials for use as a reference
for evaluating the performance of combination anti-TB drug regimens in these newly
developed laboratory models. Ultimately, they aim to enable researchers to be able to use
the information generated by the novel models to design better clinical trials involving TB
patients. The aims of the consortium: * To systematically evaluate two successive panels
of representative anti-tuberculosis drugs (licensed and novel) using a suite of standard,
novel and enhanced preclinical model systems, with respect to performance in clinical
trials * To refine the set of preclinical systems on the basis of these results in order to
identify and define the currently optimal critical path in discovery and pre-clinical
development for tuberculosis. * To develop an integrated PK-PD / Disease modelling and
simulation framework for tuberculosis which will facilitate prediction of optimal
combinations and design of clinical studies.

Abbreviations: PreDiCT-TB

Synonyms: PreDiCT - TB

Resource Type: portal, consortium, data or information resource, organization portal

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_003766/resolver
http://www.predict-tb.eu/
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Ratings and Alerts

No rating or validation information has been found for Predict-TB.

No alerts have been found for Predict-TB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 10 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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