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Type: Tool

Proper Citation

Amplicon (RRID:SCR_003294)

Resource Information

URL: http://sourceforge.net/projects/amplicon/

Proper Citation: Amplicon (RRID:SCR_003294)

Description: Software tool for designing PCR primers on aligned groups of DNA
sequences. The most important application is the design of "group-specific" PCR primer
sets that amplify a DNA region from a given taxonomic group but do not amplify
orthologous regions from other taxonomic groups. It is written in Python 2.3 and Tkinter
8.4. The current script was created for Windows and an executable is available. Future
versions of the script should be able to run on Linux and Mac

Abbreviations: Amplicon

Resource Type: software resource

Defining Citation: PMID:14962918

Keywords: python, pcr primer, pcr, primer, tkinter, windows, dna sequence

Availability: Free, Available for download, Freely available

Resource Name: Amplicon

Resource ID: SCR_003294

Alternate IDs: OMICS_02329

Old URLs: http://www.aad.gov.au/amplicon

Record Creation Time: 20220129T080218+0000

Record Last Update: 20260725T190539+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_003294/resolver
http://sourceforge.net/projects/amplicon/
https://pubmed.ncbi.nlm.nih.gov/14962918


No rating or validation information has been found for Amplicon.

No alerts have been found for Amplicon.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1673 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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In vitro and in vivo studies. Iranian journal of basic medical sciences, 28(2), 194.

Mikhailov IS, et al. (2025) Comparison of Relative and Absolute Abundance and Biomass
of Freshwater Phytoplankton Taxa Using Metabarcoding and Microscopy. Ecology and
evolution, 15(3), e70856.
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diverticular disease. Frontiers in medicine, 12, 1487892.
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