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RRID:SCR_003083
Type: Tool

Proper Citation

NeuroML (RRID:SCR_003083)

Resource Information

URL: http://www.neuroml.org/

Proper Citation: NeuroML (RRID:SCR_003083)

Description: A XML-based description language that provides a common data format for
defining and exchanging descriptions of neuronal cell and network models. It facilitates the
exchange of complex neural models, allows for greater transparency and accessibility of
models, enhances interoperability between simulators and other tools, and supports the
development of new software and databases. Exchange of network models will aid the
investigation of structure-function relationships in neuroscience including theoretical
studies relating connectivity patterns to normal and neurodegenerative network states.
NeuroML is a free and open community effort developed with input from many
contributors. They will need your help as the standards and tools continue to evolve.

Abbreviations: NeuroML
Synonyms: Neuro-Markup Language

Resource Type: interchange format, standard specification, markup language, narrative
resource, data or information resource

Keywords: cell, network, neuron, model, computation tool, neuronal cell, network model
Availability: Free, Freely available

Resource Name: NeuroML

Resource ID: SCR_003083

Alternate IDs: nif-0000-00542

Record Creation Time: 20220129T080217+0000

Record Last Update: 20260728T043139+0000



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_003083/resolver
http://www.neuroml.org/

Ratings and Alerts
No rating or validation information has been found for NeuroML.

No alerts have been found for NeuroML.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 34 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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