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PIRS

RRID:SCR_002519
Type: Tool

Proper Citation

pIRS (RRID:SCR_002519)

Resource Information

URL.: http://code.google.com/p/pirs/

Proper Citation: pIRS (RRID:SCR_002519)

Description: Software for de novo data simulation. It uses empirical distribution to
reproduce lllumina pair-end reads with real distribution of substitution sequencing errors,
guality values and GC%-depth bias.

Synonyms: pIRS (profile based lllumina pair-end Reads Simulator), profile based lllumina
pair-end Reads Simulator

Resource Type: software application, simulation software, software resource

Defining Citation: PMID:22508794

Keywords: de novo data simulation, empirical distribution, illumina pair-end read,
substitution sequencing error, gc depth bias

Availability: Free, Available for download, Freely available
Resource Name: pIRS

Resource ID: SCR_002519

Alternate IDs: OMICS 00254

License: New BSD License

License URLs: https://opensource.org/licenses/BSD-3-Clause
Record Creation Time: 20220129T080213+0000

Record Last Update: 20260728T043134+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_002519/resolver
http://code.google.com/p/pirs/
https://pubmed.ncbi.nlm.nih.gov/22508794

No rating or validation information has been found for pIRS.

No alerts have been found for pIRS.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 74 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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