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Proper Citation

GeneNetwork (RRID:SCR_002388)

Resource Information

URL: http://www.genenetwork.org/

Proper Citation: GeneNetwork (RRID:SCR_002388)

Description: Web platform that provides access to data and tools to study complex
networks of genes, molecules, and higher order gene function and phenotypes. Sequence
data (SNPs) and transcriptome data sets (expression genetic or eQTL data sets).
Quantitative trait locus (QTL) mapping module that is built into GN is optimized for fast on-
line analysis of traits that are controlled by combinations of gene variants and
environmental factors. Used to study humans, mice (BXD, AXB, LXS, etc.), rats (HXB),
Drosophila, and plant species (barley and Arabidopsis). Users are welcome to enter their
own private data.

Abbreviations: GeneNetwork, WebQTL

Synonyms: GeneNetwork and WebQTL, GeneNetwork / WebQTL,
www.genenetwork.org, GeneNetwork WebQTL, The GeneNetwork / WebQTL

Resource Type: database, data or information resource, service resource, storage
service resource, data repository

Defining Citation: PMID:8043953, PMID:11737945, PMID:15043217, PMID:15114364,
PMID:15043220, PMID:15043219, PMID:15711545, PMID:18368372, PMID:27933521

Keywords: Variation, trait, vertebrate trait ontology, phenotype, systems genetics,
guantitative trait, gene mapping, experimental precision medicinenetwork analysis, causal
modeling, genomic location, genotype, inbred strain, sex, heterogeneous stock, phenome,
phenotype, QTL, expression QTL, genetic reference population, single nucleotide
polymorphism, RNA expression, protein expression, metabolite expression,
metagenomics, epigenomics, gene-by-environmental interaction, epistasis, FAIR data
standards, open source software, FASEB list
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Ratings and Alerts
No rating or validation information has been found for GeneNetwork.

No alerts have been found for GeneNetwork.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 499 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .

Yin Q, et al. (2026) Genetic landscape of morphine response in BXD recombinant inbred
mice. HGG advances, 7(1), 100535.

Kim M, et al. (2026) Identification of susceptibility loci using a novel murine model for
triple-negative breast cancer. G3 (Bethesda, Md.), 16(2).
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repeated administration of ??9-Tetrahydrocannabinol by strain and sex. bioRxiv : the
preprint server for biology.
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candidate genes in BXD recombinant inbred mouse lines. Addiction biology, 30(2),
e70013.
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BXD recombinant inbred population. Frontiers in cardiovascular medicine, 12, 1570729.
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112079.

King CP, et al. (2025) Genetic Loci Influencing Cue-Reactivity in Heterogeneous Stock
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as Candidates for Mediating Choline's Efficacy in Mitigating Ethanol-Induced Cell Death in
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Lian Y, et al. (2025) System biology analysis reveals that Grm6 is associated with
glutamate accumulation-induced scotopic vision impairment in diabetic mice. Molecular
vision, 31, 440.
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mapping and variant discovery. iScience, 28(2), 111835.

Sharp BM, et al. (2025) Inbred rat heredity and sex affect oral oxycodone self-
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