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Proper Citation

OMICtools (RRID:SCR_002250)

Resource Information

URL: https://scicrunch.org/resolver/SCR_002250

Proper Citation: OMICtools (RRID:SCR_002250)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented Jul 19, 2024.
Metadatabase manually curated that provides web accessible tools related to genomics,
transcriptomics, proteomics and metabolomics. Used as informative directory for multi-
omic data analysis.

Abbreviations: OMICtools

Synonyms: genOMIC tools

Resource Type: database, data or information resource, catalog

Defining Citation: PMID:25024350

Keywords: metadatabase, manually, curated, tool, genomic, transcriptomic, proteomic,
metabolomic, data

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: OMICtools

Resource ID: SCR_002250

Alternate IDs: nlx_155571, r3d100012426

Alternate URLs: https://doi.org/10.17616/R3PJ3N

Old URLs: http://omictools.com/

License: Creative Commons Attribution-ShareAlike License, 4.0 International
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Record Creation Time: 20220129T080212+0000

Record Last Update: 20260728T043125+0000

Ratings and Alerts

No rating or validation information has been found for OMICtools.

No alerts have been found for OMICtools.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 34 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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molecular sciences, 21(7).
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Andrio P, et al. (2019) BioExcel Building Blocks, a software library for interoperable
biomolecular simulation workflows. Scientific data, 6(1), 169.

Ison J, et al. (2019) The bio.tools registry of software tools and data resources for the life
sciences. Genome biology, 20(1), 164.

Torres-Perez R, et al. (2019) WeReview: CRISPR Tools-Live Repository of Computational
Tools for Assisting CRISPR/Cas Experiments. Bioengineering (Basel, Switzerland), 6(3).

Zolotareva O, et al. (2019) A Survey of Gene Prioritization Tools for Mendelian and
Complex Human Diseases. Journal of integrative bioinformatics, 16(4).


