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Biochemical Pathways Reaction Kinetics Database

RRID:SCR_002122
Type: Tool

Proper Citation

Biochemical Pathways Reaction Kinetics Database (RRID:SCR_002122)

Resource Information

URL: https://sabiork.h-its.org/

Proper Citation: Biochemical Pathways Reaction Kinetics Database
(RRID:SCR_002122)

Description: A database based on the SABIO relational database that contains
information about biochemical reactions, their kinetic equations with their parameters, and
the experimental conditions under which these parameters were measured. It aims to
support modelers in the setting-up of models of biochemical networks, but it is also useful
for experimentalists or researchers with interest in biochemical reactions and their kinetics.
SABIO-RK contains and merges information about reactions such as reactants and
modifiers, organism, tissue and cellular location, as well as the kinetic properties of the
reactions. The type of the kinetic mechanism, modes of inhibition or activation, and
corresponding rate equations are presented together with their parameters and measured
values, specifying the experimental conditions under which these were determined. Links
to other databases are provided for users to gather further information and to refer to the
original publication. Information about reactions and their kinetic data can be exported to
an SBML file. The reaction kinetics data are obtained by manual extraction from literature
sources and curated.

Abbreviations: SABIO RK

Synonyms: Reaction Kinetics Database, SABIO-RK, System for the Analysis of
Biochemical Pathways - Reaction Kinetics Database, System for Analysis of Biochemical
Pathways Reaction Kinetics Database

Resource Type: database, data or information resource

Keywords: database, pathway analysis, biochemical, reaction, kinetics, experiment,
modeler

Funding: Klaus Tschira Foundation ;
German BMBF
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Availability: Free, Freely Available

Resource Name: Biochemical Pathways Reaction Kinetics Database
Resource ID: SCR_002122

Alternate IDs: r3d100011052, nif-0000-20912

Old URLSs: http://sabio.villa-bosch.de/

License URLSs: http://sabio.villa-bosch.de/layouts/content/termscondition.gsp
Record Creation Time: 20220129T080211+0000

Record Last Update: 20260725T191123+0000

Ratings and Alerts

No rating or validation information has been found for Biochemical Pathways Reaction
Kinetics Database.

No alerts have been found for Biochemical Pathways Reaction Kinetics Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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