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Proper Citation

R Project for Statistical Computing (RRID:SCR_001905)

Resource Information

URL: http://www.r-project.org/

Proper Citation: R Project for Statistical Computing (RRID:SCR_001905)

Description: Software environment and programming language for statistical computing
and graphics. R is integrated suite of software facilities for data manipulation, calculation
and graphical display. Can be extended via packages. Some packages are supplied with
the R distribution and more are available through CRAN family.It compiles and runs on
wide variety of UNIX platforms, Windows and MacOS.

Abbreviations: R

Synonyms: R software, The R Project for Statistical Computing, R project, R Project, R, R
version 3.5.1, R Package, R-3, R version 3.6.1, R Project for Statistical Computing

Resource Type: software resource

Defining Citation: PMID:18252159

Keywords: R software, statistical, computing, graphics, programming, language, bio.tools

Resource Name: R Project for Statistical Computing

Resource ID: SCR_001905

Alternate IDs: SCR_021974, nif-0000-10474, OMICS_01147, biotools:r

Alternate URLs: https://cran.r-project.org/src/base/R-3/, https://bio.tools/r

License: GNU General Public License

Record Creation Time: 20220129T080210+0000

Record Last Update: 20260725T190516+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_001905/resolver
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https://pubmed.ncbi.nlm.nih.gov/18252159


Ratings and Alerts

No rating or validation information has been found for R Project for Statistical Computing.

No alerts have been found for R Project for Statistical Computing.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 47818 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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pneumoniae by regulating the expression of virulence-associated genes. Microbiology
spectrum, 14(1), e0292825.
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acute respiratory distress syndrome in elderly sepsis patients: An analysis based on the
MIMIC-IV database. PloS one, 21(1), e0339873.
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Carcinoma. Cancer genomics & proteomics, 23(1), 50.
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Cancer research communications, 6(1), 17.
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Lizak N, et al. (2026) Managing reactivation of multiple sclerosis during treatment with
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