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BLASTP
RRID:SCR_001010
Type: Tool

Proper Citation

BLASTP (RRID:SCR_001010)

Resource Information

URL:
http://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastp&PAGE_TYPE=BlastSearch&LINK_LOC=blasthome

Proper Citation: BLASTP (RRID:SCR_001010)

Description: Data analysis service whose programs search protein databases using a
protein query. The algorithms used include blastp, psi-blast, phi-blast, and delta-blast.

Synonyms: blastp suite, Standard Protein BLAST

Resource Type: analysis service resource, data analysis service, production service
resource, service resource

Keywords: blast, basic local alignment search tool, protein alignment, protein blast, data
analysis service, protein

Availability: Freely available, Acknowledgement requested

Resource Name: BLASTP

Resource ID: SCR_001010

Alternate IDs: OMICS_00991

Record Creation Time: 20220129T080205+0000

Record Last Update: 20260808T190345+0000

Ratings and Alerts

No rating or validation information has been found for BLASTP.

No alerts have been found for BLASTP.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_001010/resolver
http://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastp&PAGE_TYPE=BlastSearch&LINK_LOC=blasthome


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 293 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .

Mao C, et al. (2026) Chromosome-level genome assembly and transcriptomes of the leaf
insect Cryptophyllium westwoodii provide insights into the evolution of leaf-like
masquerade. GigaScience, 15.

Yu L, et al. (2026) Systematic characterization of PBP2 as the primary siderophore
recognizer in Actinomycetes and other Gram-positive bacteria. Microbial genomics, 12(4).

Corral J, et al. (2026) A novel GntR-ABC efflux system mediates oxidative stress
response, drug resistance, motility and virulence in Acinetobacter baumannii ATCC
17978. Frontiers in microbiology, 17, 1748186.

Black JJ, et al. (2026) The Legionella pneumophila effector SidL is an adenylyltransferase
that modifies the glycolytic intermediate 3-phosphoglycerate. Molecular cell.

Nawae W, et al. (2026) Genome Assembly of Three Shrub Mangroves in the Genus
Acanthus Reveals Two Polyploidy Events and Expansion of Genes Linked to Root
Adaptation in Coastal Habitats. GigaScience, 15.

Plasil M, et al. (2026) A chromosome-level genome assembly of the snow leopard,
Panthera uncia. The Journal of heredity, 117(2), 272.

Mochales-Riaño G, et al. (2025) Chromosome-level reference genome for the medically
important Arabian horned viper (Cerastes gasperettii). GigaScience, 14.

Wang T, et al. (2025) Multiomics analysis provides insights into musk secretion in muskrat
and musk deer. GigaScience, 14.

Bharti S, et al. (2025) Single-cell transcriptome atlas of adult male and female human
hookworm Ancylostoma ceylanicum. iScience, 28(11), 113846.

Mendel HC, et al. (2025) PeptideMiner-neuropeptide discovery across the animal
kingdom. GigaScience, 14.

Froschauer K, et al. (2025) Complementary Ribo-seq approaches map the translatome
and provide a small protein census in the foodborne pathogen Campylobacter jejuni.
Nature communications, 16(1), 3078.

Bian C, et al. (2025) Chromosome-level genome assemblies of five Sinocyclocheilus
species. GigaByte (Hong Kong, China), 2025, gigabyte155.

https://scicrunch.org/nidm-terms/rin/sources/SCR_005400
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_001010/resolver/mentions


Zhang G, et al. (2025) Genomic and transcriptomic analyses of Heteropoda venatoria
reveal the expansion of P450 family for starvation resistance in spiders. GigaScience, 14.

Campbell A, et al. (2025) The RNA helicase HrpA rescues collided ribosomes in E. coli.
Molecular cell, 85(5), 999.

Nath R, et al. (2025) Lineage-Specific Class-A GPCR Dynamics Reflect Diverse
Chemosensory Adaptations in Lophotrochozoa. Molecular biology and evolution, 42(3).

Yen EC, et al. (2025) Chromosome-level genome assembly and methylome profile yield
insights for the conservation of endangered loggerhead sea turtles. GigaScience, 14.

Yuan J, et al. (2025) A telomere-to-telomere genome assembly of koi carp (Cyprinus
carpio) using long reads and Hi-C technology. GigaScience, 14.

Han B, et al. (2025) Evolutionarily diverse caveolins share a common structural framework
built around amphipathic disks. The Journal of cell biology, 224(9).

Chen M, et al. (2025) The genome of Hippophae salicifolia provides new insights into the
sexual differentiation of sea buckthorn. GigaScience, 14.

Han H, et al. (2025) A telomere-to-telomere phased genome of an octoploid strawberry
reveals a receptor kinase conferring anthracnose resistance. GigaScience, 14.


