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Bio-Formats

RRID:SCR_000450
Type: Tool

Proper Citation

Bio-Formats (RRID:SCR_000450)

Resource Information

URL: https://www.openmicroscopy.org/site/products/bio-formats

Proper Citation: Bio-Formats (RRID:SCR_000450)

Description: Standalone software Java library for reading microscopy image data files in
any format and writing image data using standardized, open formats. It currently reads
and converts more than 120 file formats to the OME-TIFF data standard.

Abbreviations: Bio-Formats
Synonyms: , BioFormats, Bio-Formats Library, The Bio-Formats Library

Resource Type: software resource, software application, software library, standalone
software, software toolkit

Keywords: Java library, reading microscopy image data files, writing image data,
standardized format, open format,

Funding: Wellcome Trust

Availability: Free, Available for download, Freely available
Resource Name: Bio-Formats

Resource ID: SCR_000450

Alternate IDs: nif-0000-30175

Alternate URLSs: http://www.forcell.org/node/4810, http://www.loci.wisc.edu/software/bio-
formats, https://sources.debian.org/src/libbio-formats-java/

License: GNU GPL, commercial license from Glencoe Software

Record Creation Time: 20220129T080201+0000
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Ratings and Alerts
No rating or validation information has been found for Bio-Formats.

No alerts have been found for Bio-Formats.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 60 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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