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pBabepuro-myc-ER

RRID:Addgene_19128
Type: Plasmid

Proper Citation

RRID:Addgene 19128

Plasmid Information

URL: http://www.addgene.org/19128

Proper Citation: RRID:Addgene 19128
Insert Name: c-myc

Organism: Homo sapiens

Bacterial Resistance: Ampicillin

Defining Citation: PMID:15367674

Vector Backbone Description: Backbone Size:5169; Vector
Backbone:pBabepuro3:hbER tam; Vector Types:Mammalian Expression, Retroviral;
Bacterial Resistance:Ampicillin

Comments: Please see Littlewood et al., Nucleic Acids Res. 1995 May 25;23(10):1686-90
for more information regarding the mutant hormone binding domain of the mouse estrogen
receptor (hbER Tam).

Plasmid Name: pBabepuro-myc-ER
Record Creation Time: 20220422T222044+0000

Record Last Update: 20260808T081349+0000

Ratings and Alerts
No rating or validation information has been found for pBabepuro-myc-ER.

No alerts have been found for pBabepuro-myc-ER.

Data and Source Information


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nif-0000-11872-1/RRID:Addgene_19128/resolver
http://www.addgene.org/19128
https://pubmed.ncbi.nlm.nih.gov/15367674

Source: Addgene
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We found 16 mentions in open access literature.
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