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Proper Citation

CZ CELLxGENE Discover (RRID:SCR_024894)

Resource Information

URL: https://cellxgene.cziscience.com/

Proper Citation: CZ CELLxGENE Discover (RRID:SCR_024894)

Description: Portal used to find and download any of data sets published on
CELLxGENE. Allows to download and visually explore data to understand functionality of
human tissues at cellular level. Optimized for finding, exploring, and reusing single cell
data. Collections Page lists collections hosted on CELLxGENE Discover and metadata
that define tissue, assay, disease, organism, and cell count for each collection. Once you
find published dataset of interest on CELLxGENE Discover, you can click on the explore
button below the dataset description to explore the cells of that dataset using the
CELLxGENE Explorer.

Synonyms: Chan Zuckerberg CELL by GENE Discover

Resource Type: catalog, data or information resource, database, portal

Keywords: BICAN, visually explore data, functionality of human tissues at cellular level,
tissue, assay, disease, organism, cell count, collection

Availability: Free, Freely available

Resource Name: CZ CELLxGENE Discover

Resource ID: SCR_024894

Record Creation Time: 20240118T050241+0000

Record Last Update: 20260904T000907+0000

Ratings and Alerts

No rating or validation information has been found for CZ CELLxGENE Discover.

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/SCR_024894/resolver
https://cellxgene.cziscience.com/


No alerts have been found for CZ CELLxGENE Discover.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 139 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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immune-stroma crosstalk in Sjögren's Disease. EBioMedicine, 123, 106074.

Waldow A, et al. (2026) Nanoscopic analysis of tight junction organization in in vitro blood-
brain barrier models. Fluids and barriers of the CNS, 23(1).
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Alzheimer's disease via genome-wide association studies. Alzheimer's & dementia : the
journal of the Alzheimer's Association, 22(3), e71275.
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vision transfer learning with tabular-to-image transformations. Journal of advanced
research, 85, 633.
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