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PathVisio
RRID:SCR_023789
Type: Tool

Proper Citation

PathVisio (RRID:SCR_023789)

Resource Information

URL.: https://pathvisio.org/

Proper Citation: PathVisio (RRID:SCR_023789)

Description: Software visualization tool for biological pathways. Pathway analysis and
drawing software which allows drawing, editing, and analyzing biological pathways.
Developed in Java and can be extended with plugins.

Synonyms: PathVisio 3

Resource Type: data processing software, software toolkit, data visualization software,
software resource, software application

Defining Citation: PMID:25706687, PMID:18817533

Keywords: biological pathway editor, pathway editor, visualization and analysis,
extendable pathway analysis,

Funding: NIGMS R01 GM100039;
Netherlands Consortium for Systems Biology ;
NIGMS GM080223;

NHGRI HG003053;

Transnational University Limburg

Availability: Free, Available for download, Freely available
Resource Name: PathVisio

Resource ID: SCR_023789

License: Apache 2.0

Record Creation Time: 20230714T050221+0000

Record Last Update: 20260731T043134+0000



https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/SCR_023789/resolver
https://pathvisio.org/
https://pubmed.ncbi.nlm.nih.gov/25706687
https://pubmed.ncbi.nlm.nih.gov/18817533

Ratings and Alerts
No rating or validation information has been found for PathVisio .

No alerts have been found for PathVisio .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 24 mentions in open access literature.
Listed below are recent publications. The full list is available at kravitz2 .

Safari M, et al. (2026) Comprehensive genomic analysis of a novel Bacillus cereus
decomposing toluene potentially applicable in bioremediation. Microbiology spectrum,
14(1), e0289224.
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bioproducts, 16(1), 48.

Magalhaes J, et al. (2021) PIAS2-mediated blockade of IFN-? signaling: a basis for
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Zhang D, et al. (2020) Wolbachia limits pathogen infections through induction of host
innate immune responses. PIoS one, 15(2), e0226736.

Ahmed F, et al. (2020) A Network-Based Analysis Reveals the Mechanism Underlying
Vitamin D in Suppressing Cytokine Storm and Virus in SARS-CoV-2 Infection. Frontiers in
immunology, 11, 590459.
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Nalos M, et al. (2016) Transcriptional reprogramming of metabolic pathways in critically ill
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insights, 9, 1.
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stress pathways in a mouse model of obstructive lung diseases. Scientific reports, 6,
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