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Proper Citation

Swiss National Science Foundation (RRID:SCR_011554)

Resource Information

URL: http://www.snf.ch/en/Pages/default.aspx

Proper Citation: Swiss National Science Foundation (RRID:SCR_011554)

Description: The Swiss National Science Foundation (SNSF) is Switzerland''s leading
provider of scientific research funding. The SNSF annually supports some 7200
researchers, almost 80 percent of whom are aged 35 years or younger. With its federal
mandate, it supports basic research in all disciplines, from philosophy and biology to the
nanosciences and medicine. It also invests in applied research in various scientific fields.
The focus of its activities is the scientific endorsement of projects submitted by
researchers. The best applicants are funded by the SNSF with an annual total amount
equalling approximately CHF 700 million. Established in 1952 as a foundation under
private law, the SNSF has the autonomy it needs to promote independent scientific
research. The SNSF is committed to promoting young scientists and works to ensure that
scientific research in Switzerland has the most favourable conditions for developing
internationally. It also encourages dialogue between scientists and representatives in
society, politics and the economy.

Abbreviations: SNSF

Resource Type: institution

Resource Name: Swiss National Science Foundation

Resource ID: SCR_011554

Alternate IDs: nlx_60722, grid.425888.b, Wikidata: Q471732, Crossref funder ID:
501100001711, ISNI: 0000 0001 1957 0992

Alternate URLs: https://ror.org/00yjd3n13

Record Creation Time: 20220129T080305+0000
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Ratings and Alerts

No rating or validation information has been found for Swiss National Science Foundation.

No alerts have been found for Swiss National Science Foundation.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 301 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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