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trackViewer
RRID:SCR_027743
Type: Tool

Proper Citation

trackViewer (RRID:SCR_027743)

Resource Information

URL: https://bioconductor.org/packages/release/bioc/html/trackViewer.html

Proper Citation: trackViewer (RRID:SCR_027743)

Description: Software R package to visualize mapped reads along with annotation as
track layers for NGS dataset such as ChIP-seq, RNA-seq, miRNA-seq, DNA-seq, SNPs
and methylation data.

Resource Type: software toolkit, software resource

Defining Citation: PMID:31133757

Keywords: annotation as track layers for NGS dataset, ChIP-seq, DNA-seq, SNP,
methylation, data, visualize mapped reads, annotation as track layers,

Funding: NIDDK R01DK076118

Availability: Free, Available for download, Freely available

Resource Name: trackViewer

Resource ID: SCR_027743

License: GNU GPL v2

Record Creation Time: 20251209T055453+0000

Record Last Update: 20260729T044716+0000

Ratings and Alerts

No rating or validation information has been found for trackViewer.

No alerts have been found for trackViewer.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.
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