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University of Louisville Sequencing Technology
Center Genomics Services Core Facility

RRID:SCR_027013
Type: Tool

Proper Citation

University of Louisville Sequencing Technology Center Genomics Services Core Facility
(RRID:SCR_027013)

Resource Information

URL: https://www.uoflsequencing.com/services-2-1

Proper Citation: University of Louisville Sequencing Technology Center Genomics
Services Core Facility (RRID:SCR_027013)

Description: Provides genomic sequencing services including next-generation
sequencing (NGS), single-cell analysis, and spatial transcriptomics. Offers advanced
short-read and long-read sequencing technologie including our status as a PacBio
Certified Service Provider.

Synonyms: Sequencing Technology Center
Resource Type: core facility, service resource, access service resource

Keywords: ABRF, genomic sequencing, next-generation sequencing (NGS), single-cell
analysis, spatial transcriptomics,

Resource Name: University of Louisville Sequencing Technology Center Genomics
Services Core Facility

Resource ID: SCR_027013

Alternate IDs: ABRF_3247

Alternate URLS: https://coremarketplace.org/?FacilitylD=3247&citation=1
Record Creation Time: 20250603T054620+0000

Record Last Update: 20260731T043229+0000

Ratings and Alerts



https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_027013/resolver
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_027013/resolver
https://www.uoflsequencing.com/services-2-1

No rating or validation information has been found for University of Louisville Sequencing
Technology Center Genomics Services Core Facility.

No alerts have been found for University of Louisville Sequencing Technology Center
Genomics Services Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .

Peres A, et al. (2026) Population-level genomic analysis of immunoglobulin loci variation
in rhesus macaques reveals extensive germline diversity. Immunity, 59(1), 213.



https://scicrunch.org/kravitz2/rin/sources/SCR_005400
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