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Proper Citation

AACR GENIE cBioPortal (RRID:SCR_026217)

Resource Information

URL: https://genie.cbioportal.org/

Proper Citation: AACR GENIE cBioPortal (RRID:SCR_026217)

Description: International data-sharing consortium focused on generating an evidence
base for precision cancer medicine by integrating clinical-grade cancer genomic data with
clinical outcome data of cancer patients treated at multiple institutions worldwide.

Resource Type: organization portal, consortium, portal, data or information resource

Defining Citation: PMID:28572459

Keywords: International data-sharing consortium, generating an evidence base, precision
cancer medicine, integrating clinical-grade cancer genomic data, clinical outcome data,
cancer patients,

Funding: NCI CA008748;
Howard Hughes Medical Institute ;
NCI 5U01CA168394;
NCI 5P50CA098258;
NCI 5P50CA083639;
NHGRI U54HG008100;
NCI U24CA210950;
NCI U24CA209851;
NCI 2P30CA006516;
NCI 5P30CA068485;
NCI CA006973;
NCI CA121113;
NCI CA180950

Availability: Restricted

Resource Name: AACR GENIE cBioPortal

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_026217/resolver
https://genie.cbioportal.org/
https://pubmed.ncbi.nlm.nih.gov/28572459


Resource ID: SCR_026217

Record Creation Time: 20250103T053333+0000

Record Last Update: 20260731T043205+0000

Ratings and Alerts

No rating or validation information has been found for AACR GENIE cBioPortal.

No alerts have been found for AACR GENIE cBioPortal.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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