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Reactome Knowledgebase

RRID:SCR_023504
Type: Tool

Proper Citation

Reactome Knowledgebase (RRID:SCR_023504)

Resource Information

URL.: https://reactome.org/

Proper Citation: Reactome Knowledgebase (RRID:SCR_023504)

Description: Open source relational database of signaling and metabolic molecules and
their relations organized into biological pathways and processes. Core unit of Reactome
data model is the reaction. Entities (nucleic acids, proteins, complexes, vaccines, anti-
cancer therapeutics and small molecules) participating in reactions form network of
biological interactions and are grouped into pathways including classical intermediary
metabolism, signaling, transcriptional regulation, apoptosis and disease. External domain
expert provides expertise, curator formalizes it into database structure, and external
domain expert reviews representation. System of evidence tracking ensures that all
assertions are backed up by primary literature. Website is designed to give the user
graphical map of known biological processes and pathways that is also an interface.
Database and website enable to find, organize, and utilize biological information to support
data visualization, integration and analysis.

Synonyms: Reactome

Resource Type: data or information resource, database, data access protocol, software
resource, web service

Keywords: signaling and metabolic molecules relations, biological pathways and
processes, intermediary metabolism, signaling, transcriptional regulation, apoptosis,
disease

Funding: NHGRI U24 HG012198
Availability: Free, Freely available
Resource Name: Reactome Knowledgebase

Resource ID: SCR_023504
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https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_023504/resolver
https://reactome.org/

Record Creation Time: 20230426T050216+0000

Record Last Update: 20260729T044556+0000

Ratings and Alerts
No rating or validation information has been found for Reactome Knowledgebase.

No alerts have been found for Reactome Knowledgebase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 445 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .

Arcego DM, et al. (2026) Sex-specific interaction effects of Syntaxin 1A coexpression
network and childhood trauma on adult depressive symptoms. EBioMedicine, 123,
106062.
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