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Proper Citation

Brassicaceae Database (RRID:SCR_023019)

Resource Information

URL.: http://brassicadb.cn

Proper Citation: Brassicaceae Database (RRID:SCR_023019)

Description: Database includes newly released genome sequences of Brassiceae
species and published genomic data of most other Brassicaceae species.Data can be
browsed in JBrowse or searched in BLAST. Offers service of searching for syntenic
genes, which are generated based on their syntenic relationships to genes in Arabidopsis
thaliana. Regularly updated with newly released reference genomes.

Abbreviations: BRAD
Resource Type: data or information resource, database

Defining Citation: DOI:10.1093/nar/gkab1057

Keywords: genome sequences, Brassiceae species, published genomic data, syntenic
genes,

Funding: National Programon Key Research Project ;
National Natural Science Foundation of China

Availability: Free, Freely available

Resource Name: Brassicaceae Database
Resource ID: SCR_023019

Record Creation Time: 20221130T050154+0000

Record Last Update: 20260729T044545+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_023019/resolver
http://brassicadb.cn
https://dx.doi.org/10.1093/nar/gkab1057

No rating or validation information has been found for Brassicaceae Database.

No alerts have been found for Brassicaceae Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 291 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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