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Type: Tool

Proper Citation

rstatix (RRID:SCR_021240)

Resource Information

URL.: https://CRAN.R-project.org/package=rstatix

Proper Citation: rstatix (RRID:SCR_021240)

Description: Software R package for basic statistical tests including t-test, Wilcoxon test,
ANOVA, Kruskal-Wallis and correlation analyses. Output of each test is automatically
transformed into data frame to facilitate visualization. Additional functions are available for
reshaping, reordering, manipulating and visualizing correlation matrix. Functions are also
included to facilitate analysis of factorial experiments. Can compute several effect size
metrics.Package contains helper functions for identifying univariate and multivariate
outliers, assessing normality and homogeneity of variances.

Resource Type: software resource, software application, software toolkit, data analytics
software

Keywords: Statistical tests, t-test, Wilcoxon test, ANOVA, Kruskal-Wallis, correlation
analyses, R, visualization

Availability: Free, Available for download, Freely available
Resource Name: rstatix

Resource ID: SCR_021240

Alternate URLSs: https://github.com/kassambara/rstatix
License: GPL v2

Record Creation Time: 20220129T080354+0000

Record Last Update: 20260801T042851+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_021240/resolver
https://CRAN.R-project.org/package=rstatix

No rating or validation information has been found for rstatix.

No alerts have been found for rstatix.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 97 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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