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Rockefeller University Fisher Drug Discovery Core
Facility

RRID:SCR_020985
Type: Tool

Proper Citation

Rockefeller University Fisher Drug Discovery Core Facility (RRID:SCR_020985)

Resource Information

URL: http://www.rockefeller.edu/ddrc/

Proper Citation: Rockefeller University Fisher Drug Discovery Core Facility
(RRID:SCR_020985)

Description: Core guides researchers in drug discovery by improving efficiency of their
bioassays, identifying compounds and targets of function, and in utilizing technologies for
measurement of drug/receptor interactions.Center also has spectroscopic and calorimetric
equipment for use in studies of interactions of drugs with their targets.

Abbreviations: DDRC

Synonyms: Fisher Drug Discovery Resource Center, Fisher Drug Discovery Resource
Center Core Facility, Rockefeller University Fisher Drug Discovery Resource Center Core
Facility

Resource Type: core facility, service resource, access service resource

Keywords: USEDit, ABRF, HTSRC, DDRC, drug discovery, bioassays, identifying
compounds and targets, drug receptor interaction measurement technology

Resource Name: Rockefeller University Fisher Drug Discovery Core Facility
Resource ID: SCR_020985

Alternate IDs: SCR_020988, ABRF 431

Alternate URLSs: https://coremarketplace.org/?FacilitylD=431

Old URLs: http://www.rockefeller.edu/htsrc/index

Record Creation Time: 20220129T080353+0000
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Record Last Update: 20260731T043053+0000

Ratings and Alerts

No rating or validation information has been found for Rockefeller University Fisher Drug
Discovery Core Facility.

No alerts have been found for Rockefeller University Fisher Drug Discovery Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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