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Common Metabolic Diseases Knowledge Portal

RRID:SCR_020937
Type: Tool

Proper Citation

Common Metabolic Diseases Knowledge Portal (RRID:SCR_020937)

Resource Information

URL: https://hugeamp.org

Proper Citation: Common Metabolic Diseases Knowledge Portal (RRID:SCR_020937)

Description: Portal enables browsing, searching, and analysis of human genetic
information linked to common metabolic diseases and traits, while protecting integrity and
confidentiality of underlying data. Aggregates and analyzes genetic association results,
epigenomic annotations, and results of computational prediction methods to provide data,
visualizations, and tools in open access portal.

Abbreviations: CMDKP

Resource Type: service resource, data repository, disease-related portal, portal, topical
portal, data or information resource, database, storage service resource

Keywords: Analyzes genetic association results, aggregates genetic association results,
epigenomic annotations, genetic data, epigenomic data

Related Condition: Metabolic diseases, Type 1 diabetes, Type 2 diabetes,
Cardiovascular disease, Cerebrovascular disease, Sleep disorder, Circadian disorder,
Diabetes

Funding: Accelerating Medicines Partnership

Availability: Free, Available for download, Freely available
Resource Name: Common Metabolic Diseases Knowledge Portal
Resource ID: SCR_020937

Record Creation Time: 20220129T080352+0000

Record Last Update: 20260731T043048+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_020937/resolver
https://hugeamp.org

No rating or validation information has been found for Common Metabolic Diseases
Knowledge Portal.

No alerts have been found for Common Metabolic Diseases Knowledge Portal.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 49 mentions in open access literature.
Listed below are recent publications. The full list is available at kravitz2 .
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server for health sciences.

Zhou F, et al. (2025) Improved genetic discovery and fine-mapping resolution through
multivariate latent factor analysis of high-dimensional traits. Cell genomics, 5(5), 100847.

Auger C, et al. (2025) Mitochondrial control of fuel switching via carnitine biosynthesis.
bioRxiv : the preprint server for biology.



https://scicrunch.org/kravitz2/rin/sources/SCR_005400
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_020937/resolver/mentions

Zhong S, et al. (2025) The impact of leisure sedentary behaviors on risk of chronic kidney
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preprint server for biology.
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server for biology.

Lin S, et al. (2024) TargetGene: a comprehensive database of cell-type-specific target
genes for genetic variants. Nucleic acids research, 52(D1), D1072.




