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Cole-Parmer: GenoGrinder High Throughput Sample
Homogenizer (SPEX)

RRID:SCR_019966
Type: Tool

Proper Citation

Cole-Parmer: GenoGrinder High Throughput Sample Homogenizer (SPEX)
(RRID:SCR_019966)

Resource Information

URL: https://www.spexsampleprep.com/2010genogrinder

Proper Citation: Cole-Parmer: GenoGrinder High Throughput Sample Homogenizer
(SPEX) (RRID:SCR_019966)

Description: Geno/Grinder is an automated high-throughput plant & animal tissue
homogenizer and cell lyser. It is equipped with an adjustable clamp that accommodates a
full range of sample vials from 2mL to 50mL centrifuge tubes or up to six deep-well titer
plates. It is specifically designed for rapid cell disruption, cell lysis and tissue
homogenization through bead beating. This enables fast and efficient extraction of nucleic
acids, proteins and other molecules. The new model Geno/Grinder incorporates a
password protected, touch screen control panel, enabling the user to program run time,
rate, cycles and pause time. A full range of Kryotech accessories are available to preserve
temperature sensitive samples such as proteins and RNA. The Geno/Grinder is also
recognized as an excellent automatic axial extractor. It is the best tool for the QUEChERS
method used for extracting pesticide residues and other organic compounds. The
Geno/Grinder enables increased throughput, improved extraction efficiency and
reproducibility over traditional sample preparation methods. A full range of pre-loaded
sample vials for different sample types is also available for fast and set up.

Resource Type: instrument resource
Keywords: SPEX Sample Prep, Genetic Analyzer, Instrument Equipment, USEDit
Availability: Commercially available

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/main/PDF/SCR_019966.pdf
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(SPEX)

Resource ID: SCR_019966
Alternate IDs: Model _Number_GenoGrinder
Record Creation Time: 20220129T080347+0000

Record Last Update: 20260725T190920+0000

Ratings and Alerts

No rating or validation information has been found for Cole-Parmer: GenoGrinder High
Throughput Sample Homogenizer (SPEX).

No alerts have been found for Cole-Parmer: GenoGrinder High Throughput Sample
Homogenizer (SPEX).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 11 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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