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Bio-Rad: DCode Universal Mutation Detection
System
RRID:SCR_019687
Type: Tool

Proper Citation

Bio-Rad: DCode Universal Mutation Detection System (RRID:SCR_019687)

Resource Information

URL: https://www.bio-rad.com/en-us/product/dcode-universal-mutation-detection-
system?ID=b06708b1-b4d2-4ac4-a32b-c696666a4f90

Proper Citation: Bio-Rad: DCode Universal Mutation Detection System
(RRID:SCR_019687)

Description: Universal mutation detection system that can scan for single-base changes
by using a variety of electrophoretic techniques, including single-stranded conformation
polymorphism, denaturing gradient gel electrophoresis, constant denaturing gel
electrophoresis, and temporal temperature gradient gel electrophoresis.

Resource Type: instrument resource

Keywords: Bio-Rad, Mutation Detection System, Instrument, Equipment, USEDit,

Availability: Commercially available

Resource Name: Bio-Rad: DCode Universal Mutation Detection System

Resource ID: SCR_019687

Alternate IDs: Model_Number_DCode

Record Creation Time: 20220129T080346+0000

Record Last Update: 20260725T190915+0000

Ratings and Alerts

No rating or validation information has been found for Bio-Rad: DCode Universal Mutation
Detection System.
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No alerts have been found for Bio-Rad: DCode Universal Mutation Detection System.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 37 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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