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Vermont University Proteomics Core Facility

RRID:SCR_018667
Type: Tool

Proper Citation

Vermont University Proteomics Core Facility (RRID:SCR_018667)

Resource Information

URL: https://vbrn.org/proteomics-services/

Proper Citation: Vermont University Proteomics Core Facility (RRID:SCR_018667)

Description: Provides central resource of mass spectrometry based proteomics
technologies to identify, characterize and quantify target proteins in various biological and
biomedical samples. Provides mass spectrometry expertise for analyzing proteins and
peptides for proteomics studies, support for data analysis from proteomics measurements,
training in proteomics methods, and experimental design.

Synonyms: UVM-Proteomics Facility, University of Vermont Proteomics Facility
Resource Type: core facility, service resource, access service resource

Keywords: USEDit, mass spectrometry, proteomics technology, protein, biomedical
sample, protein analysis, peptide, measurement, experimental design, ABRF

Funding: NIGMS P20 GM103449

Availability: Open

Resource Name: Vermont University Proteomics Core Facility
Resource ID: SCR_018667

Alternate IDs: ABRF_44

Alternate URLSs: https://coremarketplace.org/?FacilitylD=44
Old URLSs: https://vgn.uvm.edu/proteomics/

Record Creation Time: 20220129T080341+0000

Record Last Update: 20260731T043037+0000



https://scicrunch.org/kravitz2
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Ratings and Alerts

No rating or validation information has been found for Vermont University Proteomics Core
Facility.

No alerts have been found for Vermont University Proteomics Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 11 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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