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Molinspiration

RRID:SCR_018525
Type: Tool

Proper Citation

Molinspiration (RRID:SCR_018525)

Resource Information

URL: https://www.molinspiration.com/

Proper Citation: Molinspiration (RRID:SCR_018525)

Description: Broad range of cheminformatics software tools supporting molecule
manipulation and processing, including SMILES and SDfile conversion, normalization of
molecules, generation of tautomers, molecule fragmentation, calculation of various
molecular properties needed in QSAR, molecular modelling and drug design, high quality
molecule depiction, molecular database tools supporting substructure and similarity
searches. Molinspiration tools are platform independent and may be run on any PC, Mac,
UNIX or LINUX machine. Software is distributed in form of engines, which may be used as
stand-alone computational engines, used to power web-based tools, or incorporated into
larger in-house Java applications.

Resource Type: software toolkit, software resource

Keywords: Cheminformatics, molecule manipulation, molecule processing, molecule
normalization, tautomer generation, molecule fragmentation, molecular property
calculation, molecular modeling, drug design, FASEB list

Availability: Free, Freely available

Resource Name: Molinspiration

Resource ID: SCR_018525

Record Creation Time: 20220129T080340+0000

Record Last Update: 20260729T044458+0000

Ratings and Alerts

No rating or validation information has been found for Molinspiration.



https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_018525/resolver
https://www.molinspiration.com/

No alerts have been found for Molinspiration.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 263 mentions in open access literature.
Listed below are recent publications. The full list is available at kravitz2 .
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