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Proper Citation

MitoCarta (RRID:SCR_018165)

Resource Information

URL: http://www.broadinstitute.org/pubs/MitoCarta/

Proper Citation: MitoCarta (RRID:SCR_018165)

Description: Collection of genes encoding proteins with strong support of mitochondrial
localization. Inventory of genes encoding mitochondrial-localized proteins and their
expression across 14 mouse tissues. Database is based on human and mouse RefSeq
proteins that are mapped to NCBI Gene loci. MitoCarta 2.0 inventory provides molecular
framework for system-level analysis of mammalian mitochondria.

Synonyms: MitoCarta2.0

Resource Type: data or information resource, database

Defining Citation: PMID:26450961, PMID:18614015

Keywords: Gene, protein, mitochondrial protein, protein expression, data, human, mouse,
RefSeq protein, analysis, mammalian mitochondra, FASEB list

Funding: NIGMS GM0077465;
NIDDK DK43351;
NIDDK DK57521;
Australian NHMRC ;
Burroughs Wellcome Fund Career Award in the Biomedical Sciences ;
Howard Hughes Medical Institute ;
Charles E. Culpeper Scholarship in Medical Science

Availability: Free, Freely available

Resource Name: MitoCarta

Resource ID: SCR_018165

Record Creation Time: 20220129T080339+0000

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_018165/resolver
http://www.broadinstitute.org/pubs/MitoCarta/
https://pubmed.ncbi.nlm.nih.gov/26450961
https://pubmed.ncbi.nlm.nih.gov/18614015


Record Last Update: 20260729T044451+0000

Ratings and Alerts

No rating or validation information has been found for MitoCarta.

No alerts have been found for MitoCarta.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 183 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Magnitov MD, et al. (2025) ZNF143 is a transcriptional regulator of nuclear-encoded
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24.
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science (Weinheim, Baden-Wurttemberg, Germany), 12(23), e2416419.
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Gonzalez-Lozano MA, et al. (2025) EndoMAP.v1 charts the structural landscape of human
early endosome complexes. Nature, 643(8070), 252.

Bahat A, et al. (2025) Ribonucleotide incorporation into mitochondrial DNA drives
inflammation. Nature, 647(8090), 726.

Wu T, et al. (2025) SH3BP5-driven metabolic-immune crosstalk in DLBCL: a prognostic
biomarker and therapeutic target for reshaping immunosuppressive microenvironment.
Journal of translational medicine, 23(1), 1003.

Liao RG, et al. (2025) A novel mitochondrial-related risk model for predicting prognosis
and immune checkpoint blockade therapy response in uterine corpus endometrial
carcinoma. Scientific reports, 15(1), 1404.
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Landscape of Human Endosomes. bioRxiv : the preprint server for biology.
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Biology open, 14(2).
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single-cell analysis. Frontiers in medicine, 12, 1528434.

Lang AE, et al. (2025) Retrograde mitochondrial transport regulates mitochondrial
biogenesis in zebrafish neurons. bioRxiv : the preprint server for biology.

Morais LH, et al. (2025) The gut microbiome promotes mitochondrial respiration in the
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validation. Clinical and experimental medicine, 25(1), 356.

Xia Y, et al. (2025) Comprehensive analysis of a machine learning prognostic model for
the interaction between mitochondrial function and lactylation in lung adenocarcinoma.
Discover oncology, 16(1), 1990.


