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University of Massachusetts Amherst Genomics
Resource Laboratory Core Facility

RRID:SCR_017907
Type: Tool

Proper Citation

University of Massachusetts Amherst Genomics Resource Laboratory Core Facility
(RRID:SCR_017907)

Resource Information

URL: http://www.umass.edu/ials/genomics

Proper Citation: University of Massachusetts Amherst Genomics Resource Laboratory
Core Facility (RRID:SCR_017907)

Description: Core provides services and advanced instrumentation support for nucleic
acid (DNA and RNA) analysis, high-throughput next-generation sequencing, including
solutions for sample processing such as nucleic-acid isolation, nucleic-acid quantitative
and qualitative analysis, NGS library preparation, quantitative-PCR analysis, etc. Provides
sample processing and library preparation such as whole genome sequencing, shotgun
metagenomics, metatranscriptomics, targeted amplicon sequencing, RNA-Seq, ChIP-Seq,
Exome Sequencing, Methyl-seq, Single Cell Genomics, etc. Facility accepts samples and
will perform requested analysis. Offers training to users to conduct experimentation.

Abbreviations: GRL

Synonyms: Genomics Resource Laboratory

Resource Type: core facility, service resource, access service resource
Keywords: ABRF

Resource Name: University of Massachusetts Amherst Genomics Resource Laboratory
Core Facility

Resource ID: SCR_017907
Alternate IDs: ABRF_789
Record Creation Time: 20220129T080337+0000

Record Last Update: 20260731T043022+0000
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Ratings and Alerts

No rating or validation information has been found for University of Massachusetts
Amherst Genomics Resource Laboratory Core Facility.

No alerts have been found for University of Massachusetts Amherst Genomics Resource
Laboratory Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 17 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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