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Cancer Dependency Map Portal

RRID:SCR_017655
Type: Tool

Proper Citation

Cancer Dependency Map Portal (RRID:SCR_017655)

Resource Information

URL: https://depmap.org/portal/

Proper Citation: Cancer Dependency Map Portal (RRID:SCR_017655)

Description: Portal for identifying genetic and pharmacologic dependencies and
biomarkers that predicts them by providing access to datasets, visualizations, and analysis
tools that are being used by Cancer Dependency Map Project at Broad Institute. Project to
systematically identify genes and small molecule dependencies and to determine markers
that predict sensitivity. All data generated by DepMap Project are available to public under
CC BY 4.0 license on quarterly basis and pre-publication.

Abbreviations: DepMap Portal

Synonyms: Dependency Map Portal, Dependency Map portal, Cancer DepMap, Cancer
Dependency Map Project

Resource Type: data set, project portal, catalog, portal, data or information resource,
database

Keywords: Cancer, vulnerability, dataset, visualization, analysis, tool, catalog, biomarker,
genetic, drug, sensitivity, tumor, model, FASEB list

Availability: Free, Available for download, Freely available
Resource Name: Cancer Dependency Map Portal
Resource ID: SCR_017655

Record Creation Time: 20220129T080336+0000

Record Last Update: 20260731T043012+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_017655/resolver
https://depmap.org/portal/

No rating or validation information has been found for Cancer Dependency Map Portal.

No alerts have been found for Cancer Dependency Map Portal.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1000 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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