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Proper Citation

RNAstructure (RRID:SCR_017216)

Resource Information

URL: http://rna.urmc.rochester.edu/RNAstructureWeb/Servers/Predictl/Predictl.html

Proper Citation: RNAstructure (RRID:SCR_017216)

Description: Web server for RNA and DNA secondary structure prediction and analysis.
Software package as RNA folding prediction program.

Resource Type: production service resource, web service, software resource, data
access protocol, software application, simulation software, analysis service resource,
service resource

Defining Citation: PMID:23620284

Keywords: RNA, DNA, secondary, structure, prediction, analysis
Funding: NIGMS R01 GM076485

Availability: Free, Freely available

Resource Name: RNAstructure

Resource ID: SCR_017216

Record Creation Time: 20220129T080334+0000

Record Last Update: 20260808T190047+0000

Ratings and Alerts
No rating or validation information has been found for RNAstructure.

No alerts have been found for RNAstructure.

Data and Source Information



https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_017216/resolver
http://rna.urmc.rochester.edu/RNAstructureWeb/Servers/Predict1/Predict1.html
https://pubmed.ncbi.nlm.nih.gov/23620284

Source: SciCrunch Registry

Usage and Citation Metrics
We found 58 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Journal of virology, 100(4), e0220925.
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molecule-1 as a biomarker for acute myeloid leukemia: a SELEX approach. Frontiers in
bioengineering and biotechnology, 13, 1601453.

Tian S, et al. (2025) Phytophthora effector exploits WY module truncation to manipulate
Nt-acetylation-mediated AtMBP-1 turnover and suppress plant immunity. Science
advances, 11(50), eady1482.

Mahadevan T, et al. (2025) Cytoplasmic localization of the mRNA encoding actin
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bioRxiv : the preprint server for biology.
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mori. Zoological research, 45(6), 1249.

Sheng H, et al. (2024) A conserved oomycete effector RxLR23 triggers plant defense
responses by targeting ERD15La to release NbNAC68. Nature communications, 15(1),
6336.
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Tous C, et al. (2024) Delving into the Role of IncRNAs in Papillary Thyroid Cancer:
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International journal of molecular sciences, 25(3).
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B: Coevolution of Cis Elements. Current issues in molecular biology, 46(6), 5744.
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evolution. Scientific reports, 14(1), 10521.
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24(5).
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systems. International journal of pharmaceutics: X, 5, 100172.
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