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HASP

RRID:SCR_016615
Type: Tool

Proper Citation

HASP (RRID:SCR_016615)

Resource Information

URL.: https://bioinformatics.niaid.nih.gov/hasp

Proper Citation: HASP (RRID:SCR_016615)

Description: Web server to visualize phylogenetic, biochemical, and immunological
hemagglutinin data in the three-dimensional context of homology models. Database and
structural visualization platform for comparative models of influenza A hemagglutinin
proteins.

Abbreviations: HASP
Synonyms: HemAgglutinin Structure Prediction, Hemagglutinin Structure Prediction

Resource Type: data visualization software, data or information resource, database,
software application, data processing software, software resource

Defining Citation: DOI:10.1186/1471-2105-14-197

Keywords: structural, visualization, phylogenetic, biochemical, immunological,
hemagglutinin, data, 3D,

Funding: NIAID

Availability: Free, Freely available

Resource Name: HASP

Resource ID: SCR_016615

Record Creation Time: 20220129T080331+0000

Record Last Update: 20260801T042801+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_016615/resolver
https://bioinformatics.niaid.nih.gov/hasp
https://dx.doi.org/10.1186/1471-2105-14-197

No rating or validation information has been found for HASP.

No alerts have been found for HASP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.
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