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Proper Citation

eulerAPE (RRID:SCR_016457)

Resource Information

URL: http://www.eulerdiagrams.org/eulerAPE/

Proper Citation: eulerAPE (RRID:SCR_016457)

Description: Software that uses ellipses to automatically draw accurate area-proportional
Venn diagrams for 3-set data. It generates an exact diagram for most of the cases, and
when it fails, the best diagram obtained through the hill climbing search is displayed,
together with the inaccuracy values for each region.

Synonyms: Euler Ape

Resource Type: data processing software, software application, software resource, data
visualization software

Defining Citation: PMID:25032825

Keywords: euler, venn, diagram, graph, mathematics, math, data, draw

Funding: School of Computing ;
University of Kent ;
UK

Resource Name: eulerAPE

Resource ID: SCR_016457

License: GNU General Public License

Record Creation Time: 20220129T080330+0000

Record Last Update: 20260731T043001+0000

Ratings and Alerts

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_016457/resolver
http://www.eulerdiagrams.org/eulerAPE/
https://pubmed.ncbi.nlm.nih.gov/25032825


No rating or validation information has been found for eulerAPE.

No alerts have been found for eulerAPE.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 31 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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