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Proper Citation

lllumina: HiSeq 2500 System (RRID:SCR_016383)

Resource Information

URL.: https://support.illumina.com/sequencing/sequencing_instruments/hiseq_2500.html

Proper Citation: lllumina: HiSeq 2500 System (RRID:SCR_016383)

Description: High-throughput sequencing system. High-quality data using proven lllumina
SBS chemistry has made it the instrument of choice for major genome centers and
research institutions throughout the world.HiSeq 2500 System has been discontinued.
Illumina will support the instrument and intends to supply the reagents through February
28, 2023.

Synonyms: HiSeq 2500
Resource Type: instrument resource
Keywords: lllumina, Sequencing System, Instrument Equipment, USEDit,

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/refs/heads/main/PDF/SCR_016383.pdf

Resource Name: Illumina: HiSeq 2500 System
Resource ID: SCR_016383
Alternate IDs: SCR_020123, Model_Number_HiSeq 2500

Alternate URLSs: https://support.illumina.com/content/dam/illumina-
support/documents/documentation/system_documentation/hiseq2500/hiseq-2500-system-
guide-15035786-03.pdf, https://support.illumina.com/content/dam/illumina-
support/documents/documentation/system_documentation/hiseq2500/hiseq-2500-system-
guide-15035786-03.pdf

Old URLs: https://www.illumina.com/systems/sequencing-platforms/hiseq-2500.html
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Ratings and Alerts
No rating or validation information has been found for Illumina: HiSeq 2500 System.

No alerts have been found for lllumina: HiSeq 2500 System.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 85 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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