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YAMP

RRID:SCR_016236
Type: Tool

Proper Citation

YAMP (RRID:SCR_016236)

Resource Information

URL.: https://github.com/alesssia/YAMP

Proper Citation: YAMP (RRID:SCR_016236)

Description: Software for processing and analysis of sequencing data. It has a strong
focus on quality control, timely processing, functional annotation, and portability.

Synonyms: YAMP: Yet Another Metagenomic Pipeline, Yet Another Metagenomic
Pipeline (YAMP), Yet Another Metagenomic Pipeline

Resource Type: software application, data analysis software, sequence analysis
software, software resource, data processing software

Keywords: metagenomics, reproducibility, workflow, containerization, sequencing, gene,
rna, annotating, portable, data, process

Availability: Free, Available for download
Resource Name: YAMP

Resource ID: SCR_016236

License: GPL-3.0

Record Creation Time: 20220129T080329+0000

Record Last Update: 20260729T044415+0000

Ratings and Alerts
No rating or validation information has been found for YAMP.

No alerts have been found for YAMP.



https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_016236/resolver
https://github.com/alesssia/YAMP

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .

Glaros SB, et al. (2025) Systemic and gut microbiome changes with metformin and
liraglutide in youth-onset type 2 diabetes: the MIGHTY study. Gut microbes, 17(1),
2558071.

Pope R, et al. (2025) Faecal metabolites as a readout of habitual diet capture dietary
interactions with the gut microbiome. Nature communications, 16(1), 10051.

Saeedi Saravi SS, et al. (2025) Gut microbiota-dependent increase in phenylacetic acid
induces endothelial cell senescence during aging. Nature aging, 5(6), 1025.

Nogal A, et al. (2023) Genetic and gut microbiome determinants of SCFA circulating and
fecal levels, postprandial responses and links to chronic and acute inflammation. Gut
microbes, 15(1), 2240050.

Chaudhari DS, et al. (2023) Unique trans-kingdom microbiome structural and functional
signatures predict cognitive decline in older adults. GeroScience, 45(5), 2819.

Le Roy CI, et al. (2022) Yoghurt consumption is associated with changes in the
composition of the human gut microbiome and metabolome. BMC microbiology, 22(1), 39.

Visconti A, et al. (2018) YAMP: a containerized workflow enabling reproducibility in
metagenomics research. GigaScience, 7(7).
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