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INPS

RRID:SCR_015750
Type: Tool

Proper Citation

iNPS (RRID:SCR_015750)

Resource Information

URL: http://www.picb.ac.cn/hanlab/iNPS.html

Proper Citation: iINPS (RRID:SCR_015750)

Description: Software for nucleosome detection that builds on the NPS software. Its
application to T-cell activation data demonstrates a greater ability to facilitate detection of
nucleosome repositioning, uncovering additional biological features underlying the
activation process., THIS RESOURCE IS NO LONGER IN SERVICE. Documented on
September 16,2025.

Synonyms: iINPS: An improved algorithm for accurate nucleosome positioning from
sequencing data

Resource Type: software resource, algorithm resource

Defining Citation: PMID:25233085

Keywords: nucleosome, detection, nps, sequencing data, nucleosome positioning

Funding: National Natural Science Foundation of China 31210103916;
National Natural Science Foundation of China 91019019;

Chinese Ministry of Science and Technology 2011CB504206;

Chinese Academy of Sciences KSCX2-EW-R-02;

Chinese Academy of Sciences KSCX2-EW-J-15;

Chinese Academy of Sciences YZ201243;

Stem Cell Leading Project XDA01010303;

Shanghai Academic Leader Project 11XD1405700;

Fundamental Research Funds for the Central Universities 2014JBZ005

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: iNPS
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https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_015750/resolver
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https://pubmed.ncbi.nlm.nih.gov/25233085

Resource ID: SCR_015750
Record Creation Time: 20220129T080327+0000

Record Last Update: 20260729T044408+0000

Ratings and Alerts
No rating or validation information has been found for iNPS.

No alerts have been found for INPS.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 25 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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