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Proper Citation

GENCODE (RRID:SCR_014966)

Resource Information

URL: https://www.gencodegenes.org

Proper Citation: GENCODE (RRID:SCR_014966)

Description: Human and mouse genome annotation project which aims to identify all
gene features in the human genome using computational analysis, manual annotation,
and experimental validation.

Synonyms: ENCODE

Resource Type: portal, data or information resource, dataset, project portal

Defining Citation: PMID:22955987

Keywords: human, mouse, genome, annotation, sequence, gene features, bio.tools

Funding: NHGRI 5U54HG004555;
Wellcome Trust WT098051

Availability: Free

Resource Name: GENCODE

Resource ID: SCR_014966

Alternate IDs: biotools:GENCODE

Alternate URLs: https://bio.tools/GENCODE

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260801T042745+0000

Ratings and Alerts

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_014966/resolver
https://www.gencodegenes.org
https://pubmed.ncbi.nlm.nih.gov/22955987


Used for genome assembly by the Human Islet Research Network community.
Contact(s): Golnaz Vahedi, Klaus Kaestner - Human Islets Research Network
https://hirnetwork.org/

No alerts have been found for GENCODE.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 7700 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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