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Proper Citation

Adaptive Biotechnologies (RRID:SCR_014709)

Resource Information

URL: http://www.adaptivebiotech.com

Proper Citation: Adaptive Biotechnologies (RRID:SCR_014709)

Description: Commercial organization which combines high-throughput sequencing and
bioinformatics to profile T-cell and B-cell receptors.

Resource Type: resource

Keywords: high throughput, sequencing, bioinformatics, t cell, b cell, biotechnology
Availability: Commercially available

Resource Name: Adaptive Biotechnologies

Resource ID: SCR_014709

Record Creation Time: 20220129T080321+0000

Record Last Update: 20260725T190806+0000

Ratings and Alerts
No rating or validation information has been found for Adaptive Biotechnologies.

No alerts have been found for Adaptive Biotechnologies.

Data and Source Information

Source: SciCrunch Registry
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