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Resource Information

URL: https://doi.org/10.1016/j.genrep.2019.100414

Proper Citation: Eutherian comparative genomic analysis protocol (RRID:SCR_014401)

Description: Eutherian comparative genomic analysis protocol as one framework of
eutherian gene data set revisions. Protocol integrated gene annotations, phylogenetic
analysis and protein molecular evolution analysis with 3 new tests including test of
reliability of public eutherian genomic sequences using genomic sequence redundancies,
test of contiguity of public eutherian genomic sequences using multiple pairwise genomic
seqguence alignments and test of protein molecular evolution using relative synonymous
codon usage statistics. Public eutherian reference genomic sequence data sets.

Resource Type: data or information resource, data set, protocol

Defining Citation: DOI:10.1016/|.genrep.2019.100414

Keywords: eutheria, gene, data set, annotation, genomic, molecular, evolution,
phylogenetic, analysis protocol

Availability: Free, Freely available

Resource Name: Eutherian comparative genomic analysis protocol
Resource ID: SCR_014401

Alternate URLSs: https://doi.org/10.1016/].dib.2015.11.056
License: Creative Commons Attribution
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Ratings and Alerts
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No rating or validation information has been found for Eutherian comparative genomic
analysis protocol.

No alerts have been found for Eutherian comparative genomic analysis protocol.
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